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ATICCTICCTIETIC GYJJCACAAGECOAACETICAACGE GEOAAG
ATICCTICCTIOTIC GO CACAAGAQJAACATICAACGY GAEAAG

CGAGGCCCTAGAGAGGATIGTITCACCAGCT TICCCCACCACCAAGACCTACTITICCCTCACTTICGATIGTAAGCCACGECTCC
CGAGCGCCCTAGAGAGGATIGTITCACCAGCT TICCCCACCACCAAGACCTACTTICCCTCACTTICGATIGTAAGCCACGECTCCH

CCCAGCTICAAGCCCCACCCCAAGAACCTICCCCCATICCCCTCACCAACCCCCCCAACCACCTICCATICACCTCECCCACTCECT
CCCAGCTICAAGCCCCACCCCAAGAACCTICCCCCATICCCCT CACCAACCGCCCCCAACCACCTICCATICACCTCCCCACTCEC

CTICTCT|CCTICTIGAGCCACCT/GCACCCCCACAACCTICCCTICTCCACCCCETTAACT TICAAGCTCCTICAGCCACTIGCCTCC
CTICTCTICCTICTIGACCCACCTICCACCCCCACAACCTIGCCTICTCCACCCCCTTAACT TICAACCTCCTICAGCCACTIGCCTCC

[CCTCACOCTICGOCAACCAGEACCOE RN CAATTICAQIICOJICOCCTIGCARCCCTICCCTCCACAAETTCCTICCCOJICCTCA
(CCTCACOCTCGOCAACCACUACCCEEWCAATTICACACCECOCCTCCAIICCCTICCCTCCACAARTTCCTCCCCHRCCTCA

CCACCCTICCT[eA AETA A
CCACCCTICCT{eA ARTA ﬂ
IMVLISPIADKIAINYK (CAEALIERVFTISHPTITKTY HPHFIDVSHESAGVKAHCKKVADALITINAANHLIDDLIPSA
IMVLISPIRDKEINEK q CAEALIERVATSHPTITKTIY HPHADVSHESACGVKAHCKKVADAL[TNAANHLIDDLIPSA

LISALISDLIHAHKLIRVDPVNFKLILISHCLILIV TILJANHEPIREFTIPAVHASLIDKFLIARVSTVLITISKY]
LISALISDUHAHKLRVDPVNFKLLISHCLILV TLANHYPREFTIPAVHASLIDKFLIASVSTVLITISKY)
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ATICCTICCACCTJCeCle e CARAACAETICA ALMICCCT CTICCCCCAACCTICAATICT CCATICAAETTICCTICCTICA
ATICCTICCACCTIEACCaTGHICACAACETICO ARYIEECCT CTICCCCCAACCTICAATICT CCATICAARTITICCTIGCTICA

(€2 CCCT{ECCCACCCTICCTICCTYCTICTIACCORTCGACCCAGACCT TICTTITIEAGKOCTITRICGECACCTCTICCTYTCCCTYTG
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CCATTIATICCCCAACCCCAAAGTICACTICCTICATCCCAAGAAGCTICCTICAACTCCTTICACT GATCCCCTICAAACATICTCCAC
CCATTATICCCCAACCCCAAACGTICACTICCTICAT CCCAAGAACGCTICCTICAACTCCTTICAGT GATCCCCTICAAACATICTCCAC
[AACCTICAAGCCCACC CCCA CTICAGTICACCTIGCACTICTICACAACCTICCACCT|CCATICCCCAGAACTTICAAGCTCC
AACCTICAAGCCCACCTHTTTICCCATICTICACTICACCTICCACTICTICACAACCTICCACCTICCATICCCCACAACT TICAAGCTCC

CCCCAATICTIGATCCTCATTGT TCTIGGCCCACCACCT GEGCAAGGATITTCACCCCGECGECTICAGECTCTTITICCAGAAGG
GCGCAATCTGATCCTGATTICT TCTIGECCCACCACCT GEGCAAGEATIT TICACCCCGECGECTCAGECTIECT TTCCAGAAGT

GCCCTGGC CACAAGTACCACTA
CCTCCCTICCTIETICECTACTECOCT CCCTICACAAGTACCAC ﬂ

A% g[8 SCE[=X IR \VWCKVNVDE} CRLUVVYPWTICRI ICDLISIFAFAIIVCNPKVSAHGKKVLNSFSDCLKHLD
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KCTFSHLSEL{HCDKLHVDPENHKLILICNV IRV #VLAHHLICKDF TIPAACAAFICKVVACGVATALIAHK
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IVVH < \WCKVNVDEVCCETLCRYLIVVHPWTICRFFSISHCDLSSPDAVMSINGRVKAHCKKVIVNAFSE CLIHHLID
SUKCTIHAKLSEL{HCDKL{HVDPENFKLLCNVLVVVLISHHFCAEHTPCVCGAAVCKVVSGVANALIAHK
SUKCTHAKLSEL{HCDKL{HVDPENFKLILICNVLIVVVLISHHFCAEHTPCVCAAVCKVVSGVANALIAHK

C  PikaHBANCBI ATGGTIGCTIGTICTCCCCCTIGACAAGCCCAACCTICAAGECCCCCTICEEECAAGETCCEEECCCACCCCECCCACTATICECCC I
PikaHBA_Transcripiorme ATGCTICCTICTICTCCCCCTICACAAGGCCAACCTICAAGECCGCCTICCCECAAGETCCEEECCCACCCCECOCACTATICECCC I
PikaHBA_NCBI (CCAGCCCCTICCAGACCATICTITCCTIGAGCT TCCCCACCACCAAGACCTACTITCCCCCACTTICGACETIGACCCACCECTICCCRREY
PikeHBA _Transcripiorme (CCAGCCCCTICEAGACCATICTITCCTIGAGCTTICCCCACCACCAAGACCTACTITCCCCCACTTICGACETIGACCCACCECTICCCRREY
PikaHBA_NCBI (CCCAGCTICAAGCGCCCACGCCAAGAAGCTICECCCATIGCCCTICACCCAGAJCETICGACCACTIT GCACGACCTGCCCECCCCCIPA]
PikeHBA _Transcripiorme (CCCAGCTICAAGCCCCACCCCAAGAACCTICECCCATICCCCTICACCCAGABCETICGACCACTIT GCACGACCTGCCCECCCCCIPA]
PikaHBA_NCBI (CTGTICCGOGCTICAGCGACCTIGCACCCCCAAAAGCTIGCGEET GGACCCTCTITAACTITCAAGCTICCTGGCTICACTGCCTICC THER
PikeHBA _Transcripiorme (CTGTICCGOCCTICACCCACCTIECACCCCCAAAAGCTIGOCEET GEACCCT CTITAACTIT CAAGCTICCTGGCTICACT CCCTICC THER]
PikaHBA_NCBI (CCTIGACCCTIGGCCAACCACCACCCCAATIGAATITCACTICCTIGCGCTIGCACGCCTCCCTIGGACAAGT TCCTIGECCAACGT CARAN]
PikeHBA _Transcripiorme (CCTICACCCTIGECCAACCACCACCCCAATICAATITCACTICCTIGCCCTIGCACECCT CCCTICCACAACT TICCTIGGCCAACGT CARIN]
PikeHBA_NCBI (CCACCC CACC CCAAGTATICCTTA 428
PikaHBA_Transcripiorme (GCCACCCTIGCTICACCTICCAAGTATICCTTA 48
PikaHBA_NCBI IVVLISPADKANVKAAWGKVGCGHAGEY GAEALIERVALSI KTYAPHFDVTHGSACVKAHCGKKVADALTIQ DDL{PCA 80
N 120\l e CAAIERVEL S T OV TS ADALTRV Do o R
PikaHBA_NCBI ISALSDL{HACKL{RVDPVNAKYLUAHCLYVTILANHHPNEFTIPAVHASUDKHLIANVSTVLTISK' 141
ot bA Torscrpiome 1 S TR AT AP SR A A R ARV
PikaHBB_NCBI ATGCTICCACCTTTICHECTICAGCAGAAQICTICCAGTICCTACCCT CTCCCCCAACCT CAATICTICCATICAAGT TICCTICCT CANEY
PikeHBB_Transcripiome ATCCTICCACCTTTICORCTICACGAGAAQECTICCACTICCTCECCCT CTCEGCCAAGET CAATICTICCATICAACT TICCTICCT AR
PikaHBB_NCBI (GACCCTIGGCCAGGCTIGCTICETTIGTICTTCCCATICGACCCAGAGCT TICTIT TIEATITCCT TTIGET GACCTIGTCCTCTCCCCATRREY
PikeHBB_Transcripiorme (CACCCTIGGCCAGCCTIECTICETTITICTTCCCATICGACCCAGAGCT TICTIT TN TIT CCT TITIGET GACCTIGTCCTCTCCCCATHREY
PikaHBB_NCBI GGCAA GAAGGCTCA CGCAAGAACCTICATCAATICCCTTICAGCCAGCCTCTICCATCACCTCCACHPZY
PikeHBB_Transcripiorme CTCTTATIJACCAATIECT ACCCTICAACCCT CATICCCAAGAACCTICAT GAATICCCTTICAGCCAGCCT CTICCAT CACCT CCACHIRA]
PikaHBB_NCBI AGCCTICAAGGGCACCTITTIGCCAAGCTCAGTIGAGCTIGCACTICTIGACAAGCTIGCATICT GCACCCCGAGAACTTCAAGCTICC TIER]
PikeHBB_Transcripiorme AGCCTICAAGCCCACCTT TIGCCAAGCT CACTIGAGCTICCACTICTICACAAGCTIGCATICT GCACCCOCAGAACTTCAAGCTICC TR
PikaHBB_NCBI (CCGCAACGTICCTGCTTICTITCTGCTIETCCCACCACTITTIGECCCTIGAATITCACTICCCCAGATIGCAGCCTICCCT GCCACAACCIAY]
PikeHBB_Transcripiorme (CCGCAACCTIECT GETITETITETGCTIETCCCACCACTIT TIGECCCTICAATITCACTICCCCACGATICCAGECTICCCT GCCACAACGHIAY]
PikaHBB_NCBI GGCCAA GCCCTIGCCTCACAAGTACCACTA M3
PikaHBB_Transcripiorme TCCTICTCTCETCTCECCAATIGCCCTGCCT CACAAGTACCAC ﬂ “3
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Supplemental Fig. 1. The alignment results between the coding sequences of Hb-a and Hb-f
screened from the results of Iso-Seq and downloaded from NCBI of plateau zokor and plateau pika.
A: The alignment results of Hb-a and its deduced amino acids sequences of plateau zokor. B: The
alignment results of Hb-f and its deduced amino acids sequences of plateau zokor. C: The alignment
results of Hb-a and its deduced amino acids sequences of plateau pika. D: The alignment results of

Hb-f and its deduced amino acids sequences of plateau pika.



